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Mechanism of Maxing Shigan Decoction for treating different diseases with
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Abstract ;: This study aims to explore the potential mechanism of Maxing Shigan Decoction (MXSGD) for treating different
diseases with same method on influenza and COVID-19 based on network pharmacology. First, the main active ingredients and
targets of MXSGD were collected in the TCMSP and Batman-TCM database. Second ,the GeneCards database ,NCBI gene da-
tabase and OMIM database were searched to obtain disease targets of influenza and corona virus disease 2019 (COVID-19).
Third , after obtaining the common target, the STRING database was used to construct a protein interaction network, and the
GO and KEGG function enrichment analysis was performed through the DAVID database. We finally screened and obtained
136 active ingredients and 158 targets of MXSGD,2 634 targets for influenza,3 340 targets for COVID-19 and 59 intersection
targets. The results of GO functional enrichment analysis showed that MXSGD involved 1 789 biological processes,60 molecu-
lar functions,and 23 cell components. KEGG pathway enrichment analysis has obtained 154 signal pathways , mainly including
IL-17 signaling pathway,Th17 cell differentiation, C-type lectin receptor signaling pathway, TNF signaling pathway, Toll-like
receptor signaling pathway and HIF-1 signaling pathway. In conclusion,the mechanism of MXSGD for treating different disea-
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ses with same method on influenza and COVID-19 has the characteristics of multi-component,, multi-target, multi-channel in-

teraction. Multi-components play multiple effects (anti-inflammatory, anti-oxidative stress,etc. ) by regulating a series of sig-

nal pathways closely related to the pathophysiology of influenza and COVID-19.

Key words : Maxing Shigan Decoction; influenza; corona virus disease 2019 ; treating different diseases with the same treat-

ment ; mechanism ; network pharmacology
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Table 1 The top 15 active ingredients in DL value of Maxing Shigan Decoction
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MOLO004924 F 15 Medicocarpin 40.99 0.95
MOL004988 YAV F Kanzonol F 32.47 0.89
MOLO005018 Z& .4 Xambioona 54.85 0.87
MOL004948 S Tsoglyeyrol 44.7 0.84
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MOL1.000211 TF3&F§ Mairin 55.38 0.78
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Table 2 The shared targets of MXSGD, influenza and COVID-19
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10 AKT1 25 STAT3 40 PLAT 55 TGFB1
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13 STATI 28 PLAU 43 IFNG 58 MET
14 HMOX1 29 IL10 44 ILTA 59 CCL2
15 ICAM1 30 1L6 45 MPO
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Fig. 2 Interaction network between active components of MXSGD and disease targets
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Table 3 Top 10 key active ingredients of MXSGD indegree value

e MRS SR

MOL ID Active ingredient Degree
MOL000098 it i % Quercetin 49
MOL.000006 ARRREZ Luteolin 18
MOL000422 111251 Kaempferol 16
MOL004328 Hli iz 2 Naringenin 14
MOL000358 B-7 5§ i B-Sitosterol 9
MOL000392 PARAEZ Formononetin 9
MOL000497 H B4 KA A Licochalcone A 8
MOL000354 5 ZEZE Isorhamnetin 7
MOL003896 7-H AR 2 - 3 S ] 7-Methoxy-2-methyl isoflavone 6
MOL004959 1-FEH¥ T E 1-Methoxyphaseollidin 6

3 PPI {4 ( String ik )

Fig. 3 Protein-protein interaction network (String website )
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Fig. 6 Histogram of GO functional enrichment analysis of MXSGD in the treatment of influenza and COVID-19
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