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Blood-absorbed components of Banxia Xiexin Tang and the mechanism of its
therapeutic effect on spleen deficiency type ulcerative colitis based on
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Abstract : This experiment first established a model of spleen deficiency type ulcerative colitis (UC) ,and then used high-
throughput liquid chip technology to detect inflammatory cytokines in rat serum. HE staining was used to grade inflammation
in colon tissue. All of the above are used to verify the pharmacological effect of Banxia Xiexin Tang( BXT) on spleen deficien-

cy type colitis. Secondly , UPLC-Q-Orbitrap HRMS was used to analyze the components of BXT in rat blood, combined with
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network pharmacology,to explore the mechanism of action of BXT in treating UC of spleen deficiency type. The results showed

that UC could increase the level of inflammatory factors interleukin-1a ( IL-1c¢) , interleukin-10 (IL-10) , interleukin-18 ( IL-

18) ,interferon-y(IFN-y) and tumor necrosis factor-a( TNF-@) in rat serum; BXT can decrease the content of serum inflam-

matory factor,and the effect of BXT high dose group (20 g/kg) was the most obvious,with no obvious infiltration of inflam-

matory cells. it is suggested that BXT has a certain therapeutic effect on UC with spleen deficiency. A total of 20 components

were found in rat serum. On this basis, network pharmacological research has screened 87 targets targets related to BXT in the

treatment of UC, involving inflammatory response, inflammatory response regulation, microbial response and other biological

processes , participating in the 1L-17 signaling pathway, Lipid and atherosclerosis, AGE-RAGE signaling pathway in diabetic

complications and TNF signaling pathway. The results suggest that the treatment of spleen deficiency type UC with BXT ma
p g g p y 28 P y typ y

be related to the inhibition of intestinal inflammation, the regulation of intestinal microbes and the protection of intestinal bar-

rier,so as to achieve the therapeytic effect of UC.

Key words : Banxia Xiexin Tang;spleen deficiency type ulcerative colitis ; UPLC-Q-Orbitrap HRMS; blood-absorbed compo-

nents ; network pharmacology ; mechanism

B EZE % 48 (ulcerative colitis, UC) 2 —Fh A
JEE A B O AR I R e M B B S
PRI 3 FAT KNS e 5, P BUm I 2R
REF 7, 7 E 0] R N AN SN2 A R
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) 5 1] i 22 A0 A PR A 35 &, e AR Bio-
Rad 23w E il .

1.3 {%=%

Vanquish 8 @208 AH L5 HCH Q Exactive PUA%
Fr-# e 7 BB B 73 B BUE AL (5[ Thermo Fisher
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gov/ ) ; SEA ( http://sea. bkslab. org/); BATMAN-
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1.5.11.2 Bz M4 4 #E R AR

TE GeneCards & CTD %38 )% 73 H3kBL UC B9 4H
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A PF 43 ( minimum required interaction score ) A
0. 400 , HARZBUR AR BON S, 5 A SC B 0
A Cytoscape , # 17 41 £ %7 73 #7, I 4% #R 3 {E ( De-
gree) by s K/MER, #4281 BT H.AE ( protein-pro-
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scape FRAFR L A LBLS3-1E HIHE s -3 B P45 14
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A LigPlot #:47 a] ¥4k , IF-3E47 5097 o
1.6 FitFEHHAE
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HELAKSIHC £ 3 02 (x 2 5) Fi3A, P <0. 05 FR 257
AgitrE Lo
2 HR
2.1 FEELFHIEER SRS AR
2.1.1 DAI#4 %X

DAT ¥ 53 %% 2H 9503 1 575
<0.001) ,SASP 4 .BXT J4J7¢4
(P>0.05), H BXT i5Jr 4115

53 ¥ T Con 4 (P
HAT 7 2% T Mod 41

5
H
ST SASP 41, H

Vol. 36
H1 BXT-H 41 DAL PE/ Al (W2 3) .
®3 KR DAIBS(vzs)
Table 3  DAI score of rats(x s)
551 i Hoik DAl
Group Dose( g/kg) Number
Con - 8 0.00 £0.00
Mod - 10 1.97 £0.45
SASP 20 10 1.75 +0.31
BXT-H 20 10 1.68 £0.25
BXT-M 10 10 1.70 £0.17
BXT-L 5 10 1.72 +0.22

2.1.2 HE &4 MU RRmREFREES BT
&R

HE Jea 25 il 20 B2A 45 0 (WA 1) < Mod 41
KBRS R o 7 TR AN 2 2 SRRl 5 J2 FORG S 2, 5 A
P AT UK HE 1 Kz 4 R V% , 45 I 245 )2 A AN
[ 5 B8 19 46 1 441 B 3331 5 Con 21 B4 B 4l 4 3 A
THAE 25 R Rl 5 58 36, A UL 44 e A v 4 1 400 i i
W ;5 Mod ZHLAH e, 55 BXT-H 4148, 9697 4k R 45
A A 23] U6 M 20 i i s BXT-H 21 45 iz 2H 41
DL R 20 IR I RN S I R A A7 . 4G RAE )
HiF4r (W 2) , 55 Con 4 Hu4s, Mod 20 5 7 4 4 5
7 R B AR 20 BRI T K % 200 b 1 i TR B 0 0 T v (P
<0.001) ;55 Mod 414 L., 397 41 K B S IE 43 L
SHEERE/NT Mod 4, Horp BXT-H 44 #l BXT-M 2
WAL T Mod 2H (P <0.05) , i LRI, 2 EIE L
Al (20 g/kg) ATRESN T-H UC By AR .
2.1.3 FAEBOHAEEBEA XK o F L ERF
FAR KT 0 H

WE 3 frzs, 5 Con 4 HL#E, Mod 2H K BRIMLTE H
(1) IL-10 FRIBIKF- T8, TG #E L (P >0.05)
IL-1o IL-18 \IFN-y ' TNF-o F 3k /K100 5 E T+ (P
<0.05 5 P <0.01 5 P <0.001) ;5 Mod 414 I,
TRYT LA 2T AT P -8 A28 AN R R BE Y
TR, Hd 444 1L-1a 1L-10 \IL-18 \TNF-o 357K F
ESAILT Mod 4 (P <0.05 5 P <0.01) 3547 414541
IFN-y B 5% T Mod 41 (P <0.001) ; BXT-H 41 il
SASP #f IL-la, IL-18 Fil TNF-a [ 3% ik 7K EAK T
BXT-M BXT-L 41, ifij IL-10 F1 IFN-y {323k 7K F &5
F BXT-M BXT-L £ (P >0.05) , &7 BXT 0] J#{I514
7 UC KERIME A DE S A R - 25K
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1 BAXREHARFEYI R (HE, x200)

Fig. 1  Pathological changes of colon tissue in different groups of rats ( HE staining, x200)
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Fig. 2 Grading scores of colonic inflammation in rats(x +s5,n=8~10)
75 Mod H&, * P <0.05,* * P <0.01,* ** P <0.001;5 Con 4, P <0.001, F[d], Note:Compare with Mod, * P <
0.05,**P<0.01,***P<0.001 ; Compare with Con, ™ P <0.001,the same below.
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Fig. 3 Expression level of serum inflammatory factors in different groups of rats(; +s,n=8~10)
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Fig. 5 Venn diagram for the intersection targets of BXT and UC
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