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Abstract : This study aims to investigate the effects of different doses of sodium succinate on metabolic indicators and intesti-
nal flora in mice on a high-fat diet. After inducing obesity in 32 six-week-old C57BL/6] mice with an eight-week high-fat di-
et,the mice were randomly divided into four groups:a high-fat diet group,and a low-dose ,a medium-dose, and a high-dose so-
dium succinate group. Various methods were carried out to study the effects of sodium succinate on the metabolism and intes-
tinal flora of mice fed a high-fat diet,including regular weight recording, metabolic cage experiments, serum lipid and proin-
flammatory cytokine level measurements, histological analysis,and 16S rRNA gene sequencing. The results indicate that sodi-
um succinate could slow down the weight gain,decrease blood lipid and inflammation levels,reduce the expansion of epididy-

mal adipose white tissue and the whitening of brown adipose tissue, and regulate the structure and composition of intestinal

ks H #1.2024-05-27 % H11.2024-09-24
B TOUH < VRGO B 12 g A 5% 2 2= e 12 2 BF B 350 B (1YJZ202305 ) 5 [ 52 1 3 W A8 B AR B0 ol (CRRBR BT ) 2023 48 FF 50 SRS ( TIS
F2023001) ; [EI5% H AR 3 G T 4F Bl 24 242 (32101033 ) s VLA A AR BL oA 2 G 77 4F Bl 24 2 42 (BK20210060)
T IR
# W EVE#H E-mail : yangju0909 @ jiangnan. edu. cn,danli0827@ 163. com



Vol. 36

RGBT 0T 1o M TR /N LA A0 108 T e v 989 498 1 2017

flora in HFD-fed mice. This study indicates that sodium succinate decreased the metabolic disorders and weight gain in mice

fed a high-fat diet by increasing energy expenditure through enhanced respiratory metabolism. It also increased the relative a-

bundance of Akkermansia ,Peptostreptococcaceae ,and Allobaculum ,while decreasing the relative abundance of Lachnospirace-

ae, lleibacterium, and Desulfovibrionaceae.

Key words : sodium succinate ; high fat diet ; breathe ; proinflammatory cytokine ;intestinal flora
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Fig. 2 Sodium succinate affects respiration and thermogenesis in mice fed a high-fat diet(; +s,n=8)
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